Foxp3
Cre DKO mice separated into female and male groups (n=14 for each group). c. Representative pictures of spleen, mesenteric lymph nodes and peripheral lymph nodes (pLN) from WT and Tet2/3 fl/fl
Cre DKO mice (14 weeks old). 
Cre DKO mice (13-16 weeks old, see flow cytometry plots of Figure 1d ). Statistical analysis was performed using two-tailed unpaired student's t test (**P<0.01, ***P<0.001). Error bars show mean ± s.d. from at least three independent experiments. c. 
Cre DKO mice (14 weeks old) for RNA-seq analysis in Figure 4 and in Supplementary  Figure 8 . 
Cre DKO mice (13-16 weeks old) in Spleen (left panel) and mLN (right panel). Error bars show mean ± s.d. from three independent experiments. Statistical analysis was performed using two-tailed unpaired student's t test (*P<0.05, **P<0.01, ns: not significant). 
Cre DKO mice (13-16 weeks old). Error bars show mean ± s.d. from three independent experiments. b-c. Genome browser tracks of Tet2 and Tet3 with the deleted exons highlighted in rectangles (left panels) and the number of normalized reads within the deleted exons (right panels). 
